
What's New in IMG 3.4 
 

1 
 

 

 
 
 

IMG 3.4: What's New 



What's New in IMG 3.4 
 

2 
 

 

���������	�
��
���

IMG 3.4 Content Genomes ....................................................................................................... 3�
IMG Statistics ........................................................................................................................... 3�
IMG 3.4 UI................................................................................................................................ 5�
New UI Features ....................................................................................................................... 5�

Radial Phylogenetic Tree ...................................................................................................... 5�
Genome Cart ......................................................................................................................... 6�
KOG...................................................................................................................................... 7�

Updated UI Features ................................................................................................................. 9�
Genome Detail Page ............................................................................................................. 9�
Gene Cart ............................................................................................................................ 10�
CSS Menu ........................................................................................................................... 11�
Message Area...................................................................................................................... 11�
Google Maps....................................................................................................................... 12�
Preferences .......................................................................................................................... 13�
Phylogenetic Distance Tree ................................................................................................ 14�

Use of system clipboard.................................................................................................. 14�
Lineage display ............................................................................................................... 15�
Linking to IMG............................................................................................................... 16�

 



What's New in IMG 3.4 
 

3 
 

 

IMG 3.4 Content Genomes 
The content of IMG 3.4 has been updated with new microbial genomes available in RefSeq 
version 45 (January 14, 2011). IMG 3.4 contains a total of 6,423 genomes consisting of 
2,780 bacterial, 107 archaeal, 121 eukaryotic genomes, 2,697 viruses (including bacterial 
phages), and 1,186 plasmids that did not come from a specific microbial genome sequencing 
project. Among these genomes, 5,351 are finished genomes, and 1,540 are draft genomes, 
and 4 are permanent draft (i.e., will never be finished) genomes. 
 
Note that 41 microbial genomes from IMG 3.3 were replaced in IMG 3.4 because (1) a 
draft genome has been replaced by its finished version, or (2) the composition of the 
genome has changed through the addition of new replicons (plasmids, chromosomes). For 
replaced genomes, the gene object identifiers (gene OIDs) for the protein-coding genes 
(CDS) were mapped to their new version in IMG. 3.4. See IMG Data Evolution History for 
details. 
 
IMG 3.4 also contains proteomic data from Arthrobacter chlorophenolicus1, 
Cryptobacterium curtum, and Brachybacterium faecium studies. 
 

IMG Statistics 
Various statistics are provided via the IMG Statistics link on the home page of IMG, as 
shown below, including IMG Total Gene Count which consists of counting all the genes 
(protein coding genes, RNA genes) in IMG, except obsolete genes. Compared to IMG 3.3, 
IMG 3.4 contains 11,634,737 genes, an increase of 1,483,215 genes. 

 
The following (45) eukaryotic genomes have been included into IMG in order to increase its genomic context 
for comparative analysis. Currently there are 121 Eukaryotic genomes in IMG 3.4. 

IMG 3.4 (July 2011) – 45 Genomes 
 
Fungal Genomes 
 

1. Ajellomyces dermatitidis SLH14081 
2. Arthroderma benhamiae CBS 112371 
3. Arthroderma gypseum CBS 118893 
4. Arthroderma otae CBS 113480 
5. Clavispora lusitaniae ATCC 42720 
6. Coccidioides posadasii C735 delta SOWgp 
7. Nectria haematococca mpVI 77-13-4 (JGI) 
8. Paracoccidioides brasiliensis Pb01 
9. Schizophyllum commune H4-8 (JGI) 
10. Trichophyton verrucosum HKI 0517 
11. Tuber melanosporum Mel28 
12. Uncinocarpus reesii 1704 
13. Verticillium albo-atrum VaMs.102 
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Plants 
1. Arabidopsis lyrata subsp. Lyrata (JGI) 
2. Chlamydomonas reinhardtii (JGI) 
3. Micromonas pusilla CCMP1545 (JGI) 
4. Physcomitrella patens subsp. Patens (JGI) 
5. Populus trichocarpa (JGI) 
6. Ricinus communis 
7. Sorghum bicolor 
8. Vitis vinifera 

 
Insects 

1. Acyrthosiphon pisum 
2. Aedes aegypti 
3. Apis mellifera 
4. Culex quinquefasciatus 
5. Drosophila ananassae 
6. Drosophila erecta 
7. Drosophila grimshawi 
8. Drosophila mojavensis 
9. Drosophila persimilis 
10. Drosophila pseudoobscura pseudoobscura 
11. Drosophila sechellia 
12. Drosophila virilis 
13. Drosophila willistoni 
14. Drosophila yakuba 
15. Nasonia vitripennis 
16. Pediculus humanus corporis 
17. Tribolium castaneum 

 

Protists 
1. Babesia bovis T2Bo 
2. Monosiga brevicollis MX1 (JGI) 
3. Naegleria gruberi strain NEG-M (JGI) 
4. Nosema ceranae BRL01  
5. Perkinsus marinus ATCC 50983 
6. Phaeodactylum tricornutum CCAP 1055/1 (JGI) 
7. Thalassiosira pseudonana CCMP1335 (JGI) 
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IMG 3.4 UI 
New UI Features 

Radial Phylogenetic Tree 
Users have the ability to view up to five genomes phylogenetically in a circular tree. 
This new tool is found under menu “Compare Genomes” - Phylogenetic Tree, see 
Figure 1Figure 1.  Hovering mouse over tree will display popup window of detail 
information of the node. 

 
Figure 1 Phylogenetic Tree 

 

Tree display can be customized by click “Customize Tree” button, see Figure 2. 

• Taxonomic rank / tree level by: Domain, Phylum/Class, Order and Family 

• Color group by: Domain, Phylum/Class, Order and Family 

• Genome sample weight graph: Stacked, Bar 

• Resize tree: Title space and Diameter 
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Figure 2 Customize phylogenetic tree display 

Genome Cart 
Users now have the ability to add and remove individual genomes to their cart. 
As before user can selected their genomes in Genome Browser. Instead of 
saving and replacing genomes, you now can add addition genomes to your 
genome cart. The genome cart is found under menu “Analysis Cart” – Genomes, 
see Figure 3. 
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Figure 3 Genome Cart 

 

KOG 
New function KOG has been add to IMG 

• User can browser or list KOG functions. KOG function is found under menu 
“Find Function” – KOG with sub menus KOG Browser and KOG List, see 
Figure 4. KOG Browser was group via KOG categories similar to COG 
categories. KOG UI features was modeled similar to COG. Thus, clicking any 
KOG category will give a list of KOG ID with genome counts.  

• KOG gene count has been to Genome Detail pages, see Figure 5. Clicking 
gene count will display a table and pie chart of genes grouped by KOG 
categories. 
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Figure 4 KOG Browser 

 
 

 
Figure 5 A genome’s KOG gene list. 
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Updated UI Features 

Genome Detail Page 
Content list area has been reorganized. First there are three buttons on the top, see 
Figure 6 

1. Browse Genome – A short cut to Browse Genome section. 

2. BLAST Genome – A short cut to BLAST form with current genome pre-
selected. 

3. Download Data – A short cut to Genome’s detail page download section or to 
the JGI Portal’s download UI if the IMG’s genome is available in Portal. 

Content list renamed to “About Genome” and simplified to three sections, see Figure 
7 

1. Overview - A short cut to Overview section. 

2. Statistics - A short cut to Statistics section. 

3. Genes - A short cut to Gene section. 

 
Figure 6 Genome detail page content list re-organized, top three buttons. 
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Figure 7 Genome detail page content list re-organized, content list. 

 

Gene Cart 
Circular Map tool number of band selection has increased from 4 to 8, as request by 
many users, see Figure 8 

 
Figure 8 Gene cart circular map tool 
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CSS Menu 
CSS menu has been update to be compatible with FireFox5.x and IE 8. In addition 
CSS menuis accessibility compatible too, text zoom and view zoom will scale 
correctly. As mention earlier CSS will not work for older IE’s 6 or 7. For IE 8 users 
please turn off compatibility view as CSS menu will not work in IE 8’s compatibility 
mode. 

1. Find Functions. Sub-menus were added to quickly access function’s sub-
pages. For example KEGG has five sub pages. 

2. Download menu added FTP policy and Data Usage Policy. 

 

 
Figure 9 Function’s sub pages were added as sub-menu for quicker access. For example KEGG function 
page has five sub pages. 

 

 
Figure 10 Two new sub-menus were added to download section: Data Usage Policy and FTP README. 

Message Area 
Message area was updated with additional warning messages. 
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1. Warning message for IE 6 to 7 users. IMG is no longer supporting older 
browsers because of IMG is using the latest JavaScript and CSS libraries. 

2. Message area is being updated via AJAX. And will warn users of Browser and 
JavaScript support. 

3. Users will also be informed for any IMG maintenance or downtime in this area 
too. 

 

 
Figure 11 IMG’s message area, 

Google Maps 
IMG’s project map has been updated to use Google maps API version 3.x with 
clustering of Google push pins at higher zoom-out levels. Clicking clusters will zoom-
in into the area, see Figure 12. 

 
Figure 12 IMG’s project map using Google push pin clustering. 
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Preferences 
User can turn off session caching. It is recommended to leave it on for better UI 
performance. 

 
Figure 13 MyImg’s preferences. 
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Phylogenetic Distance Tree 
The Archaeopterix applet source code has been updated in IMG 3.4. The newest 
version of forester.jar has been merged with changes required for IMG. Additional 
changes are described below. 

Use of system clipboard 
 
In the current version of the applet, it is possible to copy from the "View as Text" 
window to the system clipboard and thus analyze the input file in various formats. 
 

Figure 14 System clipboard 
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Lineage display 
 
In the current version of the applet, the user can display the lineage of the node, and 
the common lineage of the parent nodes (in tooltip). 
 

Figure 15 Tool tip 
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Linking to IMG 
 
Each node in the Archaeopterix applet has a context menu which can be used to link 
to a page in IMG. In the current version of the applet, that link is renamed to either 
“Open Gene Page” or “Open Genome Page” for the leaf nodes, depending on 
whether the tree displays genes or genomes.  
 

 
Figure 16 Menu link to IMG 

 



What's New in IMG 3.4 
 

17 
 

In addition, in ClustalW alignment where the Archaeopterix applet is used to display 
domains within genes, the link in the context menu for a parent node, called “Add to 
Gene Cart” allows the user to add all the genes of child nodes to the gene cart in 
IMG. 
 

Figure 17 Menu link to add to Gene Cart 

 


